Informatics and data management in proteomics.
Proteomics has become dominated by large amounts of experimental data and interpreted results. This experimental data cannot be effectively used without understanding the fundamental structure of its information content and representing that information in such a way that knowledge can be extracted from it. This review explores the structure of this information with regard to three fundamental issues: the extraction of relevant information from raw data, the scale of the projects involved and the statistical significance of protein identification results.